
 

 

Examples of medicines that may be influenced by genetic variation 

The examples below highlight medicines where genetic differences in common genes (e.g., 

drug-metabolising enzymes, transporters, targets, or biological pathways) may influence 

metabolism, transport, response, side-effects, or dosing.  

This list is provided as a guide only and is not exhaustive.  

Many medicines are affected by more than one gene, and other clinical factors also play a 

role. Response associations vary and the strength of evidence varies from well-established 

to emerging. Use with clinical judgement and current guidelines 

MTHFR 677T CYP2B6 COMT 

Folate/Folic Acid 
(Vitamin B9)  
 
Selected cases may 
benefit from 
considering 5-MTHF 
where folate status or 
homocysteine is a 
concern. 
 

Bupropion 
Cyclophosphamide* 
Efavirenz 
Nevirapine  
Methadone  
Pethidine 
Sertraline 
 

Dobutamine 
Epinephrine 
Levodopa* 
Methyldopa* 
Norepinephrine 
Clozapine   
Methylphenidate 

CYP2C9 CYP2C19 CYP1A2 

Celecoxib  
Diclofenac 
Fluvastatin 
Glibenclamide 
Glimepiride 
Glipizide 
Irbesartan 
Ibuprofen  
Lornoxicam 
Losartan* 
Meloxicam  
Naproxen 
Nateglinide 
Phenobarbitone 
Phenytoin  
Piroxicam  
Torasemide 
Warfarin (Also refer to 
VKORC1) 
 

Amitriptyline  
Citalopram  
Clobazam 
Clomipramine  
Clopidogrel* 
Cyclophosphamide* 
Dexlansoprazole  
Diazepam 
Doxepin  
Escitalopram  
Esomeprazole 
Imipramine  
Lansoprazole  
Omeprazole  
Pantoprazole 
Phenytoin 
Proguanil 
Sertraline 
Trimipramine 
Voriconazole 

Carvedilol 
Chlorpromazine  
Clomipramine 
Clozapine  
Cyclobenzaprine 
Deferasirox 
Duloxetine 
Erlotinib  
Estradiol 
Fluvoxamine 
Imipramine 
Melatonin 
Olanzapine  
Propranolol  
Theophylline 
 

 



 

 

SLCO1B1 VKORC1 CYP2D6 

Atorvastatin 
Fexofenadine 
Lovastatin 
Methotrexate 
Pitavastatin 
Pravastatin  
Repaglinide 
Rifampicin 
Rosuvastatin 
Simvastatin* 
 

Warfarin 
 

Amitriptyline 
Aripiprazole 
Atomoxetine 
Brexpiprazole 
Carvedilol 
Chlorpheniramine 
Chlorpromazine 
Clomipramine 
Clonidine 
Codeine* 
Desipramine 
Dextromethorphan 
Donepezil 
Doxepin 
Duloxetine 
Escitalopram 
Flecainide 
Fluoxetine 
Fluvoxamine 

Haloperidol 
Hydrocodone* 
Imipramine 
Metoclopramide 
Metoprolol 
Mirtazapine 
Nebivolol 
Ondansetron 
Oxycodone 
Paroxetine 
Promethazine 
Propafenone 
Propranolol 
Risperidone 
Tamoxifen* 
Tramadol* 
Trimipramine 
Venlafaxine 
Zuclopenthixol 

CYP3A4/5 

Alprazolam 
Amlodipine 
Apixaban  
Aripiprazole 
Atazanavir 
Atorvastatin 
Buprenorphine 
Buspirone 
Carbamazepine 
Clonazepam 
Clozapine 
Cyclophosphamide* 
Cyclosporine 
Darunavir 
Dexamethasone 
Diazepam 
Diltiazem  
Docetaxel 
Efavirenz 

Erlotinib  
Etoposide 
Everolimus 
Exemestane 
Fentanyl 
Fluvastatin 
Granisetron 
Imatinib 
Indinavir 
Irinotecan 
Lopinavir 
Losartan* 
Loratadine* 
Lumefantrine 
Nifedipine  
Methadone  
Midazolam  
Oxycodone 

Paclitaxel  
Prednisone* 
Quetiapine  
Risperidone  
Sertraline 
Sildenafil 
Simvastatin* 
Sirolimus 
Sufentanil   
Tamoxifen* 
Tacrolimus 
Tadalafil 
Ticagrelor 
Tramadol* 
Vardenafil 
Verapamil 
Vincristine 
Zolpidem 

* Prodrugs 
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